EAST Search History 



Ref 
# 


Hits 


Search Query 


DBS 


Default 
Operator 


Plurals 


Time Stamp 


LI 


7300 


sequence near (align or aligning or 
alingment) 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBM_TDB 


OR 


ON 


2006/09/29 12:02 


L2 


647 


11 and (sequence near (search or 
searching)) 


US-PGPUB; 

USPAT; 
USOCR; 
EPO; JPO; 
DERWENT; 
IBM_TDB 


OR 


ON 


2006/09/29 12:02 


L3 


303 


12 and (color or coloring or colour or 
colouring) 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBMJTDB 


OR 


ON 


2006/09/29 12:03 


L4 


241 


13 and query 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBMJTDB 


OR 


ON 


2006/09/29 12:03 


L5 


235 


14 and BLAST$ 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBM_TDB 


OR 


ON 


2006/09/29 12:04 


L6 


195 


15 and FASTA$ 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWEI^; 

IBMJTDB 


OR 


ON 


2006/09/29 12:04 


L7 


32 


16 and clustal 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBM.TDB 


OR 


ON 


2006/09/29 12:04 


L8 


3 


16 and (clustal adj X) 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBMJTDB 


OR 


ON 


2006/09/29 12:04 



9/29/06 12:06:13 PM 
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L9 


194 


16 and (clustal w) 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWEI^; 

IBM_TDB 


OR 


ON 


2006/09/29 12:05 


LIO 


0 


16 and align-m 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBM.TDB 


OR 


ON 


2006/09/29 12:05 


Lll 


175 


align-m 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBMJTDB 


OR 


ON 


2006/09/29 12:05 


L12 


0 


16 and 111 


US-PGPUB; 

USPAT; 

USOCR; 

EPO; JPO; 

DERWENT; 

IBM_TDB 


OR 


ON 


2006/09/29 12:05 


L13 


0 


111 and 19 


US-PGPUB; 
USPAT; 
USOCR; 
EPO; JPO; 
DERWENT; 
IBM TDB 


OR 


ON 


2006/09/29 12:05 



9/29/06 12:06:13 PM 
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FILE 'MEDLINE, BIOSIS, BIOTECHDS, CAPLUS, EMBASE' ENTERED AT 11:49:56 ON 
29 SEP 2006 



LI 71978 S SEQUENCE (A) ALIGN? 

L2 228 S LI AND (SEQUENCE (A) SEARCH?) 

L3 339 S LI AND (COLOR OR COLOUR) 

L4 0 S L3 AND L2 

L5 12 S L3 AND QUERY 

L6 759 S LI AND QUERY 

L7 120319 S BLAST 

L8 581314 S ?BLAST? AND (NUCLEIC OR DNA OR POLYNUCLEOTIDE OR PROTEIN OR A 

L9 282 S L6 AND L8 

LIO 911 S CLUSTAL 

Lll 6 S L9 AND LIO 

L12 610 S FASTA AND L8 

L13 38 S (SEQUENCE ALIGNMENT SOFTWARE) 

L14 11 S ALIGN-M 

L15 7 S DIALIGN-T 

L16 1 S JALIGNER 

L17 33 S MAFFT 

LIB 143 S CLUSTAL X 

L19 365 S CLUSTAL W 

L20 1 S L18 AND L13 

L21 0 S LIB AND L6 

L22 143 S LIB AND LIO 

L23 10 S L22 AND L19 



